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下記のとおり、ご依頼いただきました分析が完了しておりますことをご報告致します。 

 

1. 受入れサンプル 

・ 種不明の生体（幼虫）、1 検体（サンプル名：xxxxx）。 

2. 解析遺伝子領域 

・ ミトコンドリア cox1 遺伝子領域。 

3. 解析結果 

・ xxxxxxx に含まれる DNA は Phycitodes maritima（該当和名なし、メイガ科マダラメイ

ガ亜科の一種）由来の配列と最も強い相同性があることが確認された。 

・ 概要は下表のとおり（詳細は別添参照）。 

サンプル名 推定同定種のランキング 最大一致 

スコア1 

最大 

カバー率 

(%)2 

最大 

一致率 

(%)3 

xxxxxxxx 1. Phycitodes maritima 

2. Phycitodes saxicola 

3. Phycitodes sp. 

4. Phycitodes reliquellus 

5. Lepidoptera sp. 

1079 

891 

874 

869 

857 

100.00 

100.00 

100.00 

100.00 

100.00 

97.62 

92.21 

91.73 

91.57 

91.26 

 

 

解析元 

株式会社テクノ中部（中部電力グループ） 

〒455-8512 名古屋市港区大江町 3－12 

電話 052-614-7164 

                                                      
1 DNA 配列（塩基）の一致/不一致に数値による重み付けを行い、それを積算した値。一致する残基が多いとスコアも

高くなる。なお、種同定ランキングはこの値に基づく。 
2 取得配列に対し、データベースから検索された配列が相同性を確保できる領域の割合。値が大きいほどカバーしてい
る領域が広い。 
3 上記の領域内で、配列が一致している塩基の割合。値が大きいほど相同性が高い。 



特記事項 

・ PCR による DNA 断片の品質が高く、高精度の配列情報が得られた。 

・ データベース上で「Phycitodes maritima」のハプロタイプに相当する登録データは 8 件

で、解析配列との一致率は 97.62％ ～ 96.82％であった。（xxxx 年 xx 月 xx 日現在）。 

・ 本分析は、供試された個体が「Phycitodes maritima」であることを断定するものではな

い。ただし、本種がメイガ科(Pyralidae) マダラメイガ亜科(Phycitinae) の一種である

ことは濃厚と推測される。 

・ 国立科学博物館ウェブサイトより「鱗翅類日本固有種目録(2018 年 3 月版).」の閲覧が

可能（下記サイト）。 

https://www.kahaku.go.jp/research/activities/project/hotspot_japan/endemic_list/ 

https://www.kahaku.go.jp/research/activities/project/hotspot_japan/endemic_list/


取得配列とBLAST searchの結果

取得配列 629 bp

BLAST searchの結果
Description Max ScoreTotal ScoreQuery CoverE value Per. Ident Accession

1 Phycitodes maritima voucher MM17343 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1079 1079 100% 0 97.62% JF853790.1
2 Phycitodes maritima voucher MM17344 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1074 1074 100% 0 97.46% KT782465.1
3 Phycitodes maritima voucher UKLB42G01 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1068 1068 100% 0 97.30% KX043241.1
4 Phycitodes maritima voucher BC ZSM Lep 51234 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1068 1068 100% 0 97.30% KX040554.1
5 Phycitodes maritima voucher MM14111 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1068 1068 100% 0 97.30% HM875899.1
6 Phycitodes maritima voucher UKLB41C02 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1062 1062 100% 0 97.14% KX043255.1
7 Phycitodes maritima voucher BC ZSM Lep 51175 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1057 1057 100% 0 96.98% KX040432.1
8 Phycitodes maritima voucher BC ZSM Lep 51176 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 1051 1051 100% 0 96.82% KX040027.1
9 Phycitodes saxicola voucher TLMF Lep 09173 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 891 891 100% 0 92.21% KM573369.1

10 Phycitodes saxicola voucher TLMF Lep 01737 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 891 891 100% 0 92.21% HQ968941.1
11 Phycitodes saxicola voucher RMNH.INS.544402 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 885 885 100% 0 92.05% KX049247.1
12 Phycitodes saxicola voucher MM03635 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 885 885 100% 0 92.05% HM872079.1
13 Phycitodes saxicola voucher BC ZSM Lep 23754 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 880 880 100% 0 91.89% GU706454.1
14 Phycitodes sp. BARS_2016_34_104 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 874 874 100% 0 91.73% MG361198.1
15 Phycitodes reliquellus voucher 2005-ONT-942 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 869 869 100% 0 91.57% KT129212.1
16 Phycitodes reliquella voucher BIOUG<CAN>:MDOK-1786 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 869 869 100% 0 91.57% GU800834.1
17 Phycitodes reliquellus voucher BIOUG<CAN>:10MA-0070 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 869 869 100% 0 91.57% HQ964415.1
18 Phycitodes reliquella voucher BIOUG<CAN>:MDOK-1628 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 869 869 100% 0 91.57% GU800801.1
19 Phycitodes saxicola voucher MM03634 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 863 863 96% 0 92.40% HM872078.1
20 Phycitodes saxicola voucher MM03633 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 863 863 96% 0 92.27% HM872077.1
21 Phycitodes reliquellus voucher UBC-2007-0038 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 863 863 100% 0 91.41% FJ412895.1
22 Phycitodes reliquellus voucher 2005-ONT-1477 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 857 857 100% 0 91.26% KT130506.1
23 Phycitodes reliquellus voucher MNBTT-1547 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 857 857 100% 0 91.26% KT125288.1
24 Phycitodes reliquellus voucher BIOUG<CAN>:TDWG-0095 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 857 857 100% 0 91.26% HQ964510.1
25 Phycitodes reliquellus voucher BIOUG<CAN>:TDWG-0039 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 857 857 100% 0 91.26% HQ964464.1
26 Lepidoptera sp. BOLD:AAA7815 voucher BIOUG<CAN>:09BBLEP-03434 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial857 857 100% 0 91.26% GU690974.1
27 Phycitodes reliquellus voucher BIOUG<CAN>:2005-ONT-2154 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial857 857 100% 0 91.26% GU090672.1
28 Phycitodes reliquellus voucher BIOUG<CAN>:Moth4226.03 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 857 857 100% 0 91.26% GU092591.1
29 Phycitodes reliquellus voucher 2005-ONT-981 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 852 852 100% 0 91.10% KT143218.1
30 Phycitodes reliquella cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 852 852 100% 0 91.10% KP693974.1
31 Phycitodes reliquellus voucher BIOUG<CAN>:2005-ONT-1987 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial852 852 100% 0 91.10% GU090670.1
32 Phycitodes reliquellus voucher BIOUG<CAN>:TDWG-0050 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 848 848 100% 0 90.94% HQ964471.1
33 Lepidoptera sp. BOLD:AAA7815 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 848 848 99% 0 91.07% GU697671.1
34 Phycitodes reliquellus voucher 2005-ONT-1088 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 846 846 100% 0 90.94% KT133958.1
35 Phycitodes reliquellus voucher 2006-ONT-1091 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 846 846 100% 0 90.94% KT126480.1
36 Phycitodes reliquellus cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 846 846 100% 0 90.94% JQ546252.1
37 Phycitodes reliquellus voucher BIOUG<CAN>:04HBL006242 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial846 846 100% 0 90.94% GU093572.1
38 Phycitodes reliquellus voucher 2005-ONT-1679 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 839 839 99% 0 90.61% KT148336.1
39 Phycitodes reliquellus voucher UBC-2007-0500 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 839 839 97% 0 91.35% FJ412894.1
40 Phycitodes sp. BIOUG31067-E08 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 835 835 96% 0 91.57% MG359694.1
41 Eucampyla etheiella voucher 11ANIC-03712 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 830 830 100% 0 90.46% KF406058.1
42 Phycitodes lacteella voucher MM00736 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 830 830 100% 0 90.46% HM871165.1
43 Ectomyelois ceratoniae voucher 11ANIC-02067 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 824 824 100% 0 90.32% KF397550.1
44 Phycitodes reliquellus voucher BIOUG<CAN>:TDWG-0049 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 824 824 96% 0 91.24% HQ964470.1
45 Phycitodes reliquellus cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 821 821 96% 0 91.07% JQ544508.1
46 Acompsia pyrenaella voucher TLMF Lep 08339 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 819 819 100% 0 90.16% MN805403.1
47 Phycitodes albatella voucher MM17416 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 819 819 100% 0 90.14% KT782590.1
48 Faveria sp. ANIC1 voucher 11ANIC-02320 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 819 819 100% 0 90.17% KF401725.1
49 Phycitodes albatella voucher BC ZSM Lep 23755 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 819 819 100% 0 90.14% GU706455.1
50 Phycitodes reliquellus voucher BIOUG20646-A08 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 815 815 93% 0 91.67% KR938449.1
51 Phycitodes reliquella voucher BIOUG<CAN>:MDOK-1522 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 813 813 96% 0 90.91% GU800716.1
52 Phycitodes albatella voucher BC ZSM Lep 28497 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 813 813 100% 0 89.98% HM391906.1
53 Phycitodes albatella voucher BC ZSM Lep 25547 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 813 813 100% 0 89.98% GU707213.1
54 Phycitodes reliquellus voucher BIOUG<CAN>:TDWG-0060 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 811 811 95% 0 90.88% HQ964480.1
55 Ectomyelois ceratoniae voucher 11ANIC-03182 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 809 809 100% 0 89.84% KF405701.1
56 Phycitodes reliquellus voucher 2005-ONT-396 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 94% 0 91.23% KT128942.1
57 Phycitodes albatella voucher MM17354 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 100% 0 89.83% KX041215.1
58 Mussidia sp. ANIC1 voucher 11ANIC-03189 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 100% 0 89.84% KF402249.1
59 Phycitodes albatella voucher MM03904 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 100% 0 89.83% HM872217.1
60 Phycitodes albatella voucher MM13825 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 100% 0 89.83% HM875776.1
61 Lepidoptera sp. BOLD:AAH5737 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 808 808 100% 0 89.83% HM411285.1
62 Phycitodes reliquellus voucher BIOUG<CAN>:DNA-ATBI-4058 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial808 808 93% 0 91.48% GU089167.1
63 Acompsia antirrhinella voucher TLMF Lep 25191 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.68% MN803861.1
64 Phycitinae sp. KLM Lep 02451 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.73% MH418120.1
65 Phycitinae sp. KLM Lep 02134 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.73% MH416894.1
66 Phycitodes binaevella voucher UKLB34E09 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.67% KX043905.1
67 Patagoniodes farinaria voucher 11ANIC-03734 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.67% KF405694.1
68 Phycitodes binaevella voucher TLMF Lep 02133 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 802 802 100% 0 89.67% JF859719.1
69 Phycitodes reliquellus voucher BIOUG07322-A05 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 800 800 93% 0 91.17% KT142022.1
70 Phycitodes albatella voucher NHMO-07078 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 798 798 100% 0 89.51% KX049490.1
71 Phycitodes binaevella voucher BC ZSM Lep 53094 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 797 797 100% 0 89.51% KX045026.1
72 Apomyelois bistriatella voucher BC ZSM Lep 51156 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 797 797 100% 0 89.52% KX040165.1
73 Acompsia tripunctella voucher TLMF Lep 02934 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 797 797 100% 0 89.52% JF860373.1
74 Cahela ponderosella voucher BIOUG<CAN>:09BBLEP-01122 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial797 797 100% 0 89.56% HM374848.1
75 Apomyelois bistriatella voucher BC ZSM Lep 23744 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 797 797 100% 0 89.52% GU706410.1
76 Alberada sp. BOLD:AAH5261 voucher BIOUG<CAN>:09BBLEP-01654 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial797 797 100% 0 89.52% HM427095.1
77 Alberada sp. BOLD:AAH5261 voucher BIOUG<CAN>:09BBLEP-00967 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial797 797 100% 0 89.52% HM436512.1
78 Phycitodes reliquellus voucher jflandry0793 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 795 795 92% 0 91.25% GU096013.1
79 Acompsia tripunctella voucher TLMF Lep 11060 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% MN806816.1
80 Acompsia tripunctella voucher TLMF Lep 11063 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% MN806684.1
81 Episcythrastis sp. BOLD-2016 voucher 10BBCLP-2486 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KT148360.1
82 Episcythrastis sp. BOLD-2016 voucher MNBTT-1945 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KT147104.1
83 Apomyelois bistriatella voucher UKLB41C03 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KX043167.1
84 Apomyelois bistriatella voucher BC ZSM Lep 50777 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KX040821.1
85 Ectomyelois ceratoniae cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KM612270.1
86 Ectomyelois ceratoniae voucher L29 cytochrome oxidase subunit I (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% KP083441.1
87 Meyrickiella homosema voucher 11ANIC-02804 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.38% KF397671.1
88 Meyrickiella homosema voucher 11ANIC-02806 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.38% KF397263.1
89 Lepidoptera sp. BOLD:AAD4425 voucher MM18387 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.35% JN275981.1
90 Calguia deltophora voucher 11ANIC-02569 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.38% JN275904.1
91 Ectomyelois ceratoniae voucher SUEC 11-22 cytochrome oxidase subunit I (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% JF748065.1
92 Phycitodes albatella voucher MM02440 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 96% 0 90.13% HM871539.1
93 Zelleria pyroleuca voucher 10ANIC-02860 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 100% 0 89.37% HQ922320.1
94 Lepidoptera sp. BOLD:AAM8764 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 791 791 99% 0 89.49% HQ556347.1
95 Phycitodes reliquellus voucher 04HBL007195 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 789 789 91% 0 91.33% KT142084.1
96 Ectomyelois ceratoniae isolate 33 cytochrome oxidase subunit I (COI) gene, partial cds; mitochondrial 785 785 100% 0 89.21% MG489935.1
97 Ectomyelois ceratoniae voucher KLM Lep 02996 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 785 785 100% 0 89.21% MH417781.1
98 Ectomyelois ceratoniae voucher KLM Lep 03053 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 785 785 100% 0 89.21% MH417697.1
99 Ectomyelois ceratoniae voucher KLM Lep 03054 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 785 785 100% 0 89.21% MH417343.1

100 Ectomyelois ceratoniae voucher KLM Lep 03058 cytochrome oxidase subunit 1 (COI) gene, partial cds; mitochondrial 785 785 100% 0 89.21% MH415596.1

・個別の「Description」のデータの詳細は、下記サイトのダイアログボックスに「Accession」を入力することで閲覧できます。
https://www.ncbi.nlm.nih.gov/nuccore/

・Max Score = 類似断⽚中の最大のBLASTスコア
・Total Score = 個々の類似断⽚の合計のBLAST スコア
・Query Cover =（データベース中の配列とアラインされている領域の⾧さ）/（取得配列の全⾧）

 ・E-value =検出された類似度（Score）以上の類似度を示す配列の断⽚  が、データベース中から偶然見  出される本数の期待値小さいほど偶然生  じたとは考えにくい統計的有意性の指標
・Per. Identity ＝ 配列㇐致度(%)
・Accession = 検出配列のデータベース中のID

ATTTGATCTGGAATAGTAGGAACCTCCTTAAGCTTATTAATTCGAGCTGAACTTGGAACCCCAGGGTCTTTAATTGGAGATGATCAAATTTATAATACTATTGTCACAGGTCATGCTTTTATTATAATTTTTTT
TATAGTAATACCTATTATAATTGGGGGATTCGGAAACTGATTAGTTCCTTTAATATTGGGAGCCCCTGATATAGCTTTCCCTCGTATAAATAATATAAGATTTTGACTTTTACCTCCCTCATTAACTCTTCTTA
TCTCTAGAAGTATTGTAGAAAATGGAGCAGGAACTGGATGAACTGTGTACCCCCCACTCTCATCTAATATTGCTCATGGAGGAAGATCAGTAGATCTTGCTATTTTCTCCCTTCACTTAGCAGGAATTTCCTC
AATCCTTGGAGCTATTAATTTTATTACTACAATTATTAATATAAAACTTAATGGAATATCATTTGACCAAATACCTTTATTCGTCTGAGCTGTAGGAATTACAGCTTTATTATTACTTCTTTCTTTACCTGTTTT
AGCTGGAGCAATTACTATATTATTAACAGACCGAAATTTAAATACTTCTTTTTTCGATCCTGCAGGAGGAGGTGATCCAATTTTATATCAACA


